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Ait o£ 



1 


<110> 


APPLICANT: Moore, et al 
























2 


<120> 


TITLE OF INVENTION: 


Human FK506 Binding Proteins 










3 


<130> 


FILE REFERENCE: 


PF392 
























4 


<140> 


CURRENT 


APPLICATION 


NUMBER: 


US/09/225,502 














5 


<141> 


CURRENT 


FILING DATE 


1999-01-06 




















6 


<150> 


EARLIER 


APPLICATION 


NUMBER: 


60/070,875 
















7 


<151> 


EARLIER 


FILING DATE 


1998-01-09 












i 






: n 


8 


<160> 


NUMBER OF SEQ ID NOS : 8 




















ite 


D n 


9 


<170> 


SOFTWARE: Patentln Ver. 


2.0 






















10 


<210> 


SEQ 


ID NO 1 






























11 


<211> 


LENGTH: 


1234 




























12 


<212> 


TYPE: DNA 






























13 


<213> 


ORGANISM: Homo sapiens 
























14 


<220> 


FEATURE 
































15 


<221> 


NAME /KEY: CDS 




























16 


<222> 


LOCATION: (61) . 


(1008) 
























17 


<400> 


SEQUENCE: 1 






























18 




ggaggttggt ggcgactccc tcgctcgccc tcactgccgg 


cggtcccaac tccaggcacc 


60 


19 




atg 


ttc 


ccc 


gcg 


ggc 


ccc 


ccc 


age 


cac 


age 


etc 


etc 


egg 


etc 


ccc 


ctg 


108 


20 




Met 


Phe 


Pro 


Ala 


Gly 


Pro 


Pro 


Ser 


His 


Ser 


Leu 


Leu 


Arg 


Leu 


Pro 


Leu 




21 




1 








5 










10 










15 






22 




ctg 


cag 


ttg 


ctg 


eta 


ctg 


gtg 


gtg 


cag 


gec 


gtg 


ggg 


agg 


ggg 


ctg 


ggc 


156 


23 




Leu 


Gin 


Leu 


Leu 


Leu 


Leu 


Val 


Val 


Gin 


Ala 


Val 


Gly 


Arg 


Gly 


Leu 


Gly 




24 










20 










25 










30 








25 




cgc 


gec 


age 


ccg 


gec 


ggg 


ggc 


ccc 


ctg 


gaa 


gat 


gtg 


gtc 


ate 


gag 


agg 


204 


26 




Arg 


Ala 


Ser 


Pro 


Ala 


Gly 


Gly 


Pro 


Leu 


Glu 


Asp 


Val 


Val 


He 


Glu 


Arg 




27 








35 










40 










45 










28 




tac 


cac 


ate 


ccc 


agg 


gee 


tgt 


ccc 


egg 


gaa 


gtg 


cag 


atg 


ggg 


gat 


ttt 


252 


29 




Tyr 


His 


He 


Pro 


Arg 


Ala 


Cys 


Pro 


Arg 


Glu 


Val 


Gin 


Met 


Gly 


Asp 


Phe 




30 






50 










55 










60 












31 




gtg 


cgc 


tac 


cac 


tac 


aac 


ggc 


act 


ttt 


gaa 


gat 


ggc 


aag 


aag 


ttt 


gat 


300 


32 




Val 


Arg 


Tyr 


His 


Tyr 


Asn 


Gly 


Thr 


Phe 


Glu 


Asp 


Gly 


Lys 


Lys 


Phe 


Asp 




33 




65 










70 










75 










80 




34 




tea 


age 


tat 


gat 


cgc 


aac 


ace 


ttg 


gtg 


gec 


ate 


gtg 


gtg 


ggt 


gtg 


ggg 


348 


35 




Ser 


Ser 


Tyr 


Asp 


Arg 


Asn 


Thr 


Leu 


Val 


Ala 


He 


Val 


Val 


Gly 


val 


Gly 




36 












85 










90 










95 






37 




cgc 


etc 


ate 


act 


ggc 


atg 


gac 


cga 


ggc 


etc 


atg 


ggc 


atg 


tgt 


gtc 


aac 


396 


38 




Arg 


Leu 


He 


Thr 


Gly 


Met 


Asp 


Arg 


Gly 


Leu 


Met 


Gly 


Met 


Cys 


Val 


Asn 




39 










100 










105 










110 








40 




gag 


egg 


cga 


cgc 


etc 


att 


gtg 


cct 


ccc 


cac 


ctg 


ggc 


tat 


ggg 


age 


ate 


444 


41 




Glu 


Arg 


Arg 


Arg 


Leu 


He 


val 


Pro 


Pro 


His 


Leu 


Gly 


Tyr 


Gly 


Ser 


He 




42 








115 










120 










125 










43 




ggc 


ctg 


gcg 


ggg 


etc 


att 


cca 


ccg 


gat 


gee 


ace 


etc 


tac 


ttc 


gat 


gtg 


492 


44 




Gly 


Leu 


Ala 


Gly 


Leu 


He 


Pro 


Pro 


Asp 


Ala 


Thr 


Leu 


Tyr 


Phe 


Asp 


Val 





9 
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45 






130 










135 




















46 




gtt 


ctg 


ctg 


gat 


gtg 


tgg 


aac 


aag 


gaa 


gac 


acc 


gtg 


cag 


gtg 


age aca 


£ A. (\ 


47 




Val 


Leu 


Leu 


Asp 


Val 


Trp 


Asn 


Lys 


Glu 


Asp 


Thr 


vai 


bin 


va j. 


ber inr 




48 




145 










150 










lob 








-LOU 




49 




ttg 


ctg 


cgc 


ccg 


ccc 


cac 


tgc 


ccc 


cgc 


atg 


gtc 


cag 


gac 


ggc 


gac ctx 


COO 


50 




Leu 


Leu 


Arg 


Pro 


Pro 


His 


Cys 


Pro 


Arg 


Met 


val 


Gin 


Asp 


Cjiy 


Asp fne 




51 












165 










170 










1 

L 1 D 




52 




gtc 


cgc 


tac 


cac 


tac 


aat 


ggc 


acc 


ctg 


ctg 


gac 


ggc 


acc 


tec 


ttc gac 


DJD 


53 




Val 


Arg 


Tyr 


His 


Tyr 


Asn 


Gly 


Thr 


Leu 


Leu 


Asp 


Giy 


Thr 


Ser 


rfie ASp 




54 










180 










185 










iy u 






55 




acc 


age 


tac 


agt 


aag 


ggc 


ggc 


act 


tat 


gac 


acc 


tac 


gtc 


ggc 


tct ggt 


o 84 


56 




Thr 


Ser 


Tyr 


Ser 


Lys 


Gly 


Gly 


Thr 


Tyr 


Asp 


Thr 


Tyr 


val 


Giy 


ber (jiy 




57 








195 










200 










205 








58 




tgg 


ctg 


ate 


aag 


ggc 


atg 


gac 


cag 


ggg 


ctg 


ctg 


ggc 


atg 


tgt 


cct gga 


TOO 


59 




Trp 


Leu 


lie 


Lys 


Gly 


Met 


Asp 


Gin 


Gly 


Leu 


Leu 


Gly 


Met 


Cys 


pro \jxy 




60 






210 










215 










220 










61 




cag 


aga 


agg 


aag 


att 


ate 


ate 


cct 


cca 


ttc 


ctg 


gee 


tat 


ggc 


gag aaa 


i o n 

780 


62 




Gin 


Arg 


Arg 


Lys 


He 


He 


He 


Pro 


Pro 


Phe 


Leu 


Ala 


Tyr 


Giy 


giu L»ys 




63 




225 










230 










235 








O /I A 




64 




ggc 


tat 


ggt 


gag 


ggt 


ggg 


caa 


gga 


cac 


aag 


ggg 


aaa 


ttc 


cgc 


aga aga 


8^8 


65 




Gly 


Tyr 


Gly 


Glu 


Gly 


Gly 


Gin 


Gly 


His 


Lys 


Gly 


Lys 


Phe 


Arg 


Arg Arg 




66 












245 










250 










255 




67 




ggg 


aaa 


aac 


cag 


gec 


tec 


aca 


tac 


agt 


tgc 


tea 


ggt 


tgt 


ata 


ctg cac 


876 


68 




Gly 


Lys 


Asn 


Gin 


Ala 


Ser 


Thr 


Tyr 


Ser 


Cys 


Ser 


Gly 


Cys 


He 


Leu His 




69 










260 










265 










270 






70 




gag 


ggc 


ate 


caa 


cca 


agg 


act 


caa 


ggt 


ggg 


atg 


aaa 


tct 


acc 


ctt ggt 




71 




Glu 


Gly 


lie 


Gin 


Pro 


Arg 


Thr 


Gin 


Gly 


Gly 


Met 


Lys 


Ser 


Thr 


Leu Gly 




72 








275 










280 










285 








73 




get 


act 


aag 


aag 


ggg 


tgc 


ttt 


ggc 


egg 


gcg 


tgg 


tgg 


etc 


acg 


ctt gta 




74 




Ala 


Thr 


Lys 


Lys 


Gly 


Cys 


Phe 


Gly 


Arg 


Ala 


Trp 


Trp 


Leu 


Thr 


Leu Val 




75 






290 










295 










300 










76 




ate 


cca 


gca 


ctt 


tgg 


gaa 


gee 


aag 


gcg 


gga 


gga 


tea 


cgaggtccag 


i n i p 

lUXo 


77 




lie 


Pro 


Ala 


Leu 


Trp 


Glu 


Ala 


Lys 


Ala 


Gly 


Gly 


Ser 










78 




305 










310 










315 












79 




gagatcgaga < 


scacggtgaa accccgtctc tactaaaaat 


acaaaaaaat tagcegggeg 


1U / o 


80 




tggtgggggc gcctgtagtc ccagctactc ggagaggctg 


aggcaggaaa atgacgtgaa 


113 8 


81 




cccgggaggc ggagcttgea gtgagecgag atcttgccac 


tgcactccag cctgggtgac 


T 1 QQ 


82 




agagegagae 1 


tctgtctcaa aaaaaaaaaa aaaaaa 












1234 


83 


<210> 


SEQ 


ID NO 2 




























84 


<211> 


LENGTH : 


316 




























85 


<212> 


TYPE: PRT 




























86 


<213> 


ORGANISM: Homo sapiens 






















87 


<400> 


SEQUENCE: 2 




























88 




Met 


Phe 


Pro Ala Gly Pro 


Pro 


Ser 


His 


Ser 


Leu 


Leu Arg 


Leu 


Pro Leu 




89 




1 








5 










10 










15 




90 




Leu 


Gin 


Leu 


Leu 


Leu 


Leu 


Val 


Val 


Gin 


Ala 


Val 


Gly Arg Gly Leu Gly 




91 










20 










25 










30 






92 




Arg Ala Ser Pro Ala Gly Gly Pro Leu 


Glu 


Asp 


Val 


Val 


He 


Glu Arg 




93 








35 










40 










45 








94 




Tyr 


His 


He Pro Arg Ala Cys Pro Arg Glu 


Val 


Gin Met Gly Asp Phe 





OIPE 

PAGE : 3 RAW SEQUENCE LISTING DATE: 01/15/1999 

PATENT APPLICATION US/09/225,502 TIME: 12:26:06 

Input Set: 122 5502. RAW 

95 50 55 60 

96 Val Arg Tyr His Tyr Asn Gly Thr Phe Glu Asp Gly Lys Lys Phe Asp 

97 65 70 75 80 

98 Ser Ser Tyr Asp Arg Asn Thr Leu Val Ala lie Val Val Gly Val Gly 

99 85 90 95 

100 Arg Leu lie Thr Gly Met Asp Arg Gly Leu Met Gly Met Cys Val Asn 

101 100 105 110 

102 Glu Arg Arg Arg Leu lie Val Pro Pro His Leu Gly Tyr Gly Ser He 

103 115 120 125 

104 Gly Leu Ala Gly Leu He Pro Pro Asp Ala Thr Leu Tyr Phe Asp Val 

105 130 135 140 

106 Val Leu Leu Asp Val Trp Asn Lys Glu Asp Thr Val Gin Val Ser Thr 

107 145 150 155 160 

108 Leu Leu Arg Pro Pro His Cys Pro Arg Met Val Gin Asp Gly Asp Phe 

109 165 170 175 

110 Val Arg Tyr His Tyr Asn Gly Thr Leu Leu Asp Gly Thr Ser Phe Asp 

111 180 185 190 

112 Thr Ser Tyr Ser Lys Gly Gly Thr Tyr Asp Thr Tyr Val Gly Ser Gly 

113 195 200 205 

114 Trp Leu He Lys Gly Met Asp Gin Gly Leu Leu Gly Met Cys Pro Gly 

115 210 215 220 

116 Gin Arg Arg Lys He He He Pro Pro Phe Leu Ala Tyr Gly Glu Lys 

117 225 230 235 240 

118 Gly Tyr Gly Glu Gly Gly Gin Gly His Lys Gly Lys Phe Arg Arg Arg 

119 245 250 255 

120 Gly Lys Asn Gin Ala Ser Thr Tyr Ser Cys Ser Gly Cys He Leu His 

121 260 265 270 

122 Glu Gly He Gin Pro Arg Thr Gin Gly Gly Met Lys Ser Thr Leu Gly 

123 275 280 285 

124 Ala Thr Lys Lys Gly Cys Phe Gly Arg Ala Trp Trp Leu Thr Leu Val 

125 290 295 300 

126 He Pro Ala Leu Trp Glu Ala Lys Ala Gly Gly Ser 

127 305 310 315 

128 <210> SEQ ID NO 3 

129 <211> LENGTH: 2145 

130 <212> TYPE: DNA 

131 <213> ORGANISM: Homo sapiens 

132 <220> FEATURE: 

133 <221> NAME/KEY: CDS 

134 <222> LOCATION: (2) . . (1324) 

135 <400> SEQUENCE: 3 

136 c ttc gat gtg gtt ctg ctg gat gtg tgg aac aag gaa gac acc gtg cag 49 

137 Phe Asp Val Val Leu Leu Asp Val Trp Asn Lys Glu Asp Thr Val Gin 

138 15 10 15 

139 gtg age aca ttg ctg cgc ccg ccc cac tgc ccc cgc atg gtc cag gac 97 

140 Val Ser Thr Leu Leu Arg Pro Pro His Cys Pro Arg Met Val Gin Asp 

141 20 25 30 

142 ggc gac ttt gtc cgc tac cac tac aat ggc acc ctg ctg gac ggc acc 145 

143 Gly Asp Phe Val Arg Tyr His Tyr Asn Gly Thr Leu Leu Asp Gly Thr 

144 35 40 45 
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145 


tec 


ttc 


gac 


acc 


age 


tac 


agt 


aag 


ggc 


ggc 


act 


tat 


gac 


acc 


tac 


gtc 


193 


146 


Ser 


Phe 


Asp 


Thr 


Ser 


Tyr 


Ser 


Lys 


Gly 


Gly 


Thr 


Tyr 


Asp 


Thr 


Tyr 


Val 




147 




50 










55 










60 












148 


ggc 


tct 


ggt 


tgg 


ctg 


ate 


aag 


ggc 


atg 


gac 


cag 


ggg 


ctg 


ctg 


ggc 


atg 


241 


149 


Gly 


Ser 


Gly 


Trp 


Leu 


He 


Lys 


Gly 


Met 


Asp 


Gin 


Gly 


Leu 


Leu 


Gly 


Met 




150 


65 










70 










75 










80 




151 


tgt 


cct 


gga 


gag 


aga 


agg 


aag 


att 


ate 


ate 


cct 


cca 


ttc 


ctg 


gee 


tat 


289 


152 


Cys 


Pro 


Gly 


Glu 


Arg 


Arg 


Lys 


He 


He 


He 


Pro 


Pro 


Phe 


Leu 


Ala 


Tyr 




153 










85 










90 










95 






154 


ggc 


gag 


aaa 


ggc 


tat 


ggg 


aca 


gtg 


ate 


ccc 


cca 


cag 


gee 


teg 


ctg 


gtc 


337 


155 


Gly 


Glu 


Lys 


Gly 


Tyr 


Gly 


Thr 


Val 


He 


Pro 


Pro 


Gin 


Ala 


Ser 


Leu 


Val 




156 








100 










105 










110 








157 


ttt 


cac 


gtc 


etc 


ctg 


att 


gac 


gtg 


cac 


aac 


ccg 


aag 


gac 


get 


gtc 


cag 


385 


158 


Phe 


His 


Val 


Leu 


Leu 


He 


Asp 


Val 


His 


Asn 


Pro 


Lys 


Asp 


Ala 


Val 


Gin 




159 






115 










120 










125 










160 


eta 


gag 


acg 


ctg 


gag 


etc 


ccc 


ccc 


ggc 


tgt 


gtc 


cgc 


aga 


gee 


ggg 


gee 


433 


161 


Leu 


Glu 


Thr 


Leu 


Glu 


Leu 


Pro 


Pro 


Gly 


Cys 


Val 


Arg 


Arg 


Ala 


Gly 


Ala 




162 




130 










135 










140 












163 


ggg 


gac 


ttc 


atg 


cgc 


tac 


cac 


tac 


aat 


ggc 


tec 


ttg 


atg 


gac 


ggc 


acc 


481 


164 


Gly 


Asp 


Phe 


Met 


Arg 


Tyr 


His 


Tyr 


Asn 


Gly 


Ser 


Leu 


Met 


Asp 


Gly 


Thr 




165 


145 










150 










155 










160 




166 


etc 


ttc 


gat 


tec 


age 


tac 


tec 


cac 


aac 


cac 


acc 


tac 


aat 


acc 


tat 


ate 


529 


167 


Leu 


Phe 


Asp 


Ser 


Ser 


Tyr 


Ser 


His 


Asn 


His 


Thr 


Tyr 


Asn 


Thr 


Tyr 


lie 




168 










165 










170 










175 






169 


ggg 


cag 


ggt 


tac 


ate 


ate 


ccc 


ggg 


atg 


gac 


cag 


ggg 


ctg 


cag 


ggt 


gee 


577 


170 


Gly 


Gin 


Gly 


Tyr 


He 


He 


Pro 


Gly 


Met 


Asp 


Gin 


Gly 


Leu 


Gin 


Gly 


Ala 




171 








180 










185 










190 








172 


tgc 


atg 


ggg 


gaa 


cgc 


egg 


aga 


att 


acc 


ate 


ccc 


ccg 


cac 


etc 


gee 


tat 


625 


173 


Cys 


Met 


Gly 


Glu 


Arg 


Arg 


Arg 


He 


Thr 


lie 


Pro 


Pro 


His 


Leu 


Ala 


Tyr 




174 






195 










200 










205 










175 


ggg 


gag 


aat 


gga 


act 


gga 


gac 


aag 


ate 


cct 


ggc 


tct 


gee 


gtg 


eta 


ate 


673 


176 


Gly 


Glu 


Asn 


Gly 


Thr 


Gly 


Asp 


Lys 


He 


Pro 


Gly 


Ser 


Ala 


Val 


Leu 


He 




177 




210 










215 










220 












178 


ttc 


aac 


gtc 


cat 


gtc 


att 


gac 


ttc 


cac 


aac 


cct 


gcg 


gat 


gtg 


gtg 


gaa 


721 


179 


Phe 


Asn 


Val 


His 


Val 


He 


Asp 


Phe 


His 


Asn 


Pro 


Ala 


Asp 


Val 


Val 


Glu 




180 


225 










230 










235 










240 




181 


ate 


agg 


aca 


ctg 


tec 


egg 


cca 


tct 


gag 


acc 


tgc 


aat 


gag 


acc 


acc 


aag 


769 


182 


He 


Arg 


Thr 


Leu 


Ser 


Arg 


Pro 


Ser 


Glu 


Thr 


Cys 


Asn 


Glu 


Thr 


Thr 


Lys 




183 










245 










250 










255 






184 


ctt 


ggg 


gac 


ttt 


gtt 


cga 


tac 


cat 


tac 


aac 


tgt 


tct 


ttg 


ctg 


gac 


ggc 


817 


185 


Leu 


Gly 


Asp 


Phe 


Val 


Arg 


Tyr 


His 


Tyr 


Asn 


Cys 


Ser 


Leu 


Leu 


Asp 


Gly 




186 








260 










265 










270 








187 


acc 


cag 


ctg 


ttc 


acc 


teg 


cat 


gac 


tac 


ggg 


gee 


ccc 


cag 


gag 


gcg 


act 


865 


188 


Thr 


Gin 


Leu 


Phe 


Thr 


Ser 


His 


Asp 


Tyr 


Gly 


Ala 


Pro 


Gin 


Glu 


Ala 


Thr 




189 






275 










280 










285 










190 


etc 


ggg 


gee 


aac 


aag 


gtg 


ate 


gaa 


ggc 


ctg 


gac 


acg 


ggc 


ctg 


cag 


ggc 


913 


191 


Leu 


Gly 


Ala 


Asn 


Lys 


Val 


lie 


Glu 


Gly 


Leu 


Asp 


Thr 


Gly 


Leu 


Gin 


Gly 




192 




290 










295 










300 












193 


atg 


tgt 


gtg 


gga 


gag 


agg 


egg 


cag 


etc 


ate 


gtg 


ccc 


ccg 


cac 


ctg 


gee 


961 


194 


Met 


Cys 


Val 


Gly 


Glu 


Arg 


Arg 


Gin 


Leu 


lie 


Val 


Pro 


Pro 


His 


Leu 


Ala 
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195 305 310 315 320 

196 cac ggg gag agt gga gcc egg gga gtc cca ggc agt get gtg ctg ctg 1009 

197 His Gly Glu Ser Gly Ala Arg Gly Val Pro Gly Ser Ala Val Leu Leu 

198 325 330 335 

199 ttt gag gtg gag ctg gtg tec egg gag gat ggg ctg ccc aca ggc tac 1057 

200 Phe Glu Val Glu Leu Val Ser Arg Glu Asp Gly Leu Pro Thr Gly Tyr 

201 340 345 350 

202 ctg ttt gtg tgg cac aag gac cct cct gcc aac ctg ttt gaa gac ata 1105 

203 Leu Phe Val Trp His Lys Asp Pro Pro Ala Asn Leu Phe Glu Asp lie 

204 355 360 365 

205 gac etc aac aag gat ggc gag gtc cct ccg gag gag ttc tec ace ttc 1153 

206 Asp Leu Asn Lys Asp Gly Glu Val Pro Pro Glu Glu Phe Ser Thr Phe 

207 370 375 380 

208 ate aag get caa gtg agt gag ggc aaa gga cgc etc atg cct ggg cag 1201 

209 lie Lys Ala Gin Val Ser Glu Gly Lys Gly Arg Leu Met Pro Gly Gin 

210 385 390 395 400 

211 gac cct gag aaa ace ata gga gac atg ttc cag aac cag gac cgc aac 1249 

212 Asp Pro Glu Lys Thr lie Gly Asp Met Phe Gin Asn Gin Asp Arg Asn 

213 405 410 415 

214 cag gac ggc aag ate aca gtc gac gag etc aag ctg aag tea gat gag 1297 

215 Gin Asp Gly Lys lie Thr Val Asp Glu Leu Lys Leu Lys Ser Asp Glu 

216 420 425 430 

217 gac gag gag egg gtc cac gag gag etc tgaggggcag ggagcctggc 1344 

218 Asp Glu Glu Arg Val His Glu Glu Leu 

219 435 440 

220 caggectgag acacagaggc ccactgcgag ggggacagtg gcggtgggac tgacctgctg 1404 

221 acagtcaccc tccctctgct gggatgaggt ccaggagcca actaaaacaa tggcagagga 1464 

222 gacatctctg gtgttcccac caccctagat gaaaatccac agcacagacc tctaccgtgt 1524 

223 ttctcttcca tccctaaacc acttccttaa aatgtttgga tttgeaaage caatttgggg 1584 

224 cctgtggagc ctggggttgg atagggecat ggctggtccc ccaccatacc tcccctccac 1644 

225 atcactgaca cagctgagct tgttatccat ctccccaaac tttctctttc tttgtacttc 1704 

226 ttgtcatccc cactcccagc ccctattcct ctatgtgaca gctggctagg acccctctgc 1764 

227 cttcctcccc aatcctgact ggctcctagg gaaggggaag gctcctggag ggcagcccta 1824 

228 cctctcccat gccctttgcc ctcctccctc gcctccagtg gaggctgagc tgaccctggg 1884 

229 ctgctggagg ccagactggg ctgtagttag cttttcatcc ctaaagaagg ctttccctaa 1944 

230 ggaaccatag aagagaggaa gaaaacaaag ggcatgtgtg agggaagctg cttgggtggg 2004 

231 tgttagggct atgaaatctt ggatttgggg ctgaggggtg ggagggaggg cagagctctg 2064 

232 cacactcaaa ggctaaactg gtgtcagtcc ttttttcctt tgttecaaat aaaagattaa 2124 

233 accaaaaaaa aaaaaaaaaa a 2145 

234 <210> SEQ ID NO 4 

235 <211> LENGTH: 441 

236 <212> TYPE: PRT 

237 <213> ORGANISM: Homo sapiens 

238 <400> SEQUENCE: 4 

239 Phe Asp Val Val Leu Leu Asp Val Trp Asn Lys Glu Asp Thr Val Gin 

240 15 10 15 

241 Val Ser Thr Leu Leu Arg Pro Pro His Cys Pro Arg Met Val Gin Asp 

242 20 25 30 

243 Gly Asp Phe Val Arg Tyr His Tyr Asn Gly Thr Leu Leu Asp Gly Thr 

35 40 45 



Please Note: 

Use or n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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Line ? Error/Warning 



453 


W 


"N" 


or 


"Xaa" 


used 


Feature required 


500 


W 


"N" 


or 


"Xaa" 


used 


Feature required 


501 


W 


»N" 


or 


"Xaa" 


used 


Feature required 


505 


W 


"N" 


or 


"Xaa" 


used 


Feature required 


506 


w 


"N" 


or 


"Xaa" 


used 


Feature required 


507 


w 


"N" 


or 


"Xaa" 


used 


Feature required 


508 


w 


"N" 


or 


"Xaa" 


used 


Feature required 


509 


w 


ii N . i 


or 


"Xaa" 


used 


Feature required 


569 


w 


l. N M 


or 


"Xaa" 


used 


Feature required 


587 


w 


"N« 


or 


"Xaa" 


used 


Feature required 



Original Text 



gat gaa ggt eta ctt ggt gtt tgc att gga g 
aatctgtgnc agagggcett agcatgggat gtgtccag 
gccaaccatg atttgtgagc cttctgggaa attttgtt 
tattcccagc agcctgtgca aattctgatg atggcccc 
acatcawget tttccagctc atcacacccc gccccant 
atnanttgga ggntaaaaga gccttttgga cagaaaac 
gaccacaaat agagaatttg attegtcatt tgecacan 
tttccttnan ananatttna nttttttctg gaggcaga 
Gly Leu Leu Gly Val Cys He Gly Glu Lys A 
Ala Val Leu Val Phe Asp He Glu Xaa Leu G 



